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APO-SYS meeting  
25-27th of June, Stockholm, Sweden 

 
 
Thursday 25th of June 
 
9.00 - 9.15   Registration 
9.15 - 10.00                         “Management and financial issues”  Boris Zhivotovsky, 

Gabriela   Imreh 
Andreas Ek                                 

10.00-10.30  Coffee/Tea  

10.30 - 11.15  WP-8: " Kinome-wide siRNA screen of the human Fas pathway" Daniele Rossi 
   WP-8:  “Identification of an UNC5H2 partner by siRNA screen"  Gaël Grelier  
11.15 - 12.00 WP-9: "Identifying autophagosome-associated proteins by a proteomic approach" 

Maria Helena Høyer-Hansen 
 
12.00 - 13.00  Lunch 
 
13.00- 13.45  WP-10: “Molecular Characterization of a "Survival" Endosome" Thierry Galvez 
13.45 - 14.30 WP-11: "Tracing necrotic cell death in yeast and its physiological relevance" Tobias 

Eisenberg 
 
14.30 - 15.00  Coffee/Tea 
 
15.00 - 15.45  WP-13:  "Proteomics to elucidate S100-protein function" Janne Lehtio 
15.45 - 16.30 WP-14:  “Molecular and clinical studies in acute myeloid leukemia” Petra Hååg/Leif 

Stenke 
16.30 - 17.45  WP-15:  "Mitochondrial damage in HIV-infected patients" Gian Maria Fimia 
 
17.00 – 18.00  Poster Session/Discussions 
 
19.30   Dinner  
 
 Friday 26th of June 
 
9.00 - 9.45  WP-12: “Temporal and quantitative phosphoproteomics”  Jens Andersen 
9.45 - 10.30 WP-17: "Dissecting the the structural - functional organization of the PCD network"

 Yaara Azaria 
 
10.30 - 11.00  Coffee/Tea 
 



Stockholm, 25-27th of June       2 

 

11.00 - 11.45  WP -7:  "siRNA data analysis" Pekka Kohonen 
11.45 - 12.30 WP-7:  siRna - A novel R tool towards better analysis of high-throughput data-Pekka 

Kohonen 
 
12.30 - 13.30  Lunch 
 
13.30 - 14.15 WP-5: Modeling and simulation on the Medicel Integrator   Christophe Roos 
14.15 - 15.00 WP-6: Modeling and Analysis tools at Tel Aviv University   Ron Shamir 
 
15.00 – 15.30  Coffee/Tea 
 
15.30 – 15.45 WP-18: "Genome wide analysis in haematological tumor cells upon treatment with 

HDAC inhibitors: comparison with APL-granulocite"    Fabio Manzo 
15.45 -16.30  WP-16: “Towards an apoptosis Ontology”     Andrei Zinovyev 
16.30 - 17.00 WP-16: “Mathematical modeling of cell fate decision in response to death receptor 

engagement”                                                                Laurence Calzone & Laurent Tournier 
17.00 - 18.00 WP-16: Presentation of current entailed apoptosis regulatory chart(s)  Andrei Zinovyev 

& Laurence Calzone  
 

 
Saturday 27th of June 
 
9.00-10.30 WP-16: Apoptosis Modeling jamboree – work in groups (1st part)       Brigitte Kahn 

Perles/ Luca Grieco/Laurence Calzone/Andrei Zinovyev 
 
10.30-11.00  Coffee/Tea 
 
11.00-12.00 WP16: Apoptosis Modeling jamboree – work in groups (2nd part) )     Brigitte Kahn 

Perles/ Luca Grieco/ Laurence Calzone/Andrei Zinovyev 
 
 
12.00 – 13.00  Lunch 
 
13.00 -15.00 WP16: Feedback from groups and global discussion                               Brigitte Kahn 

Perles/ Luca Grieco/ Laurence Calzone/Andrei Zinovyev 
 
 
15.00 -15.30  Closing remarks 
 

Poster Presentations: 

1. "siRna - A novel R tool towards better analysis of high-throughput data"  Pekka Kohonen 

2. Systems modelling of bioenergetic and apototic consequences of cyt-c release and caspase activation 
          Henrich Huber 

3. "A systems biology approach for the study of apoptosis"    Lorenzo Galuzzi 

4. "The role of Ambra1 in the crosstalk between autophagy and apoptosis"               Marco Corazzari 
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5. “Gemtuzumab ozogamicin (GO) induces activation of Bak/Bax, depolarization of mitochondria and 
activation of caspase-3 in GO-sensitive AML cells”      Petra Hååg 

6. “Semantic Validator  software”       Samuel Kerrien 

7. "Combination therapy in Glioblastoma: Coupling chemical inhibition of the Bcl-2 family and death 

receptor signaling to enhance apoptosis"                Sylvia Cristofanon 

 


